Summary -Genetic parameters and bull transmitting abilities were estimated for twinning in the Maine-Anjou breed. Twin 
INTRODUCTION
Twinning may have both positive and negative effects on beef cattle production. Detrimental effects of twinning are: calf size reduction, higher stillbirth rates, the production of infertile females and more retained placentas under standard management (Cady and Van Vleck, 1978; Dickerson et al, 1988) . On the other hand, twinning increases birth and weaning weight ouput per cow calving (Davis et al, 1989) . The overall twinning effect on beef production may be positive in terms of economic efficiency if twinning rate is high (Dickerson et al, 1988) . However, twinning is rare in cattle, with only a few populations surpassing a 5% rate. Embryo transfer techniques (Davis et al, 1989; Johnson et al, 1989 ) have been applied in order to improve twinning rates but, as pointed out by de Rose and Wilton (1988) , transferred embryo survival rates should be improved for application in the commercial beef industry. Genetic selection represents another way, not antagonistic to reproductive techniques, for improving twinning rates. It has been suggested that twinning in cattle could be genetically determined by major genes Day, 1986, 1990) . If this were the case, genetic improvement could be facilitated with respect to classical selection of a polygenic inherited trait by a rapid fixation of the desired genotype at the major locus (Le Roy, 1989 (Manfredi et al, 1990a (Johansson et al, 1974; Maijala and Syvajarvi, 1977 figure 2 . The distribution in figure 2 is not normal according to Kolgomorov's test; however, it is bell-shaped and clearly unimodal. This result was also found by Syrstad (1984) and Ron et al (1990) who concluded that a polygenic action on twinning is likely; however, the latter authors did not exclude the possibility of a major gene action.
The distribution of cow solutions is illustrated in figure 3 . Departure from normality is much more important than in figure 2; 84% of the cow solutions are very close to zero. These many solutions near zero reflect the data: many cows have only 1 or 2 records which are often single births. Another important departure from normality in figure 3 is an apparent bimodality which might be in conflict with the assumption of polygenic inheritance made here. However, other factors may act since solutions in figure 3 represent fractions of fetal and direct additive genetic values of cows deviated from the corresponding values of their sires, plus permanent environmental components. Also, the accuracy of solutions in figure 3 is (1990) .
